Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.060; wR factor = 0.176; data-to-parameter ratio = 15.0.
In the title compound, C 14 H 13 N 5 , the pyrazole ring is disordered over two orientations in a 0.571 (10):0.429 (10) ratio and the dihedral angle between the pyridazine ring and the benzene ring is 28.07 (10) . In the crystal, pairs of N-HÁ Á ÁN and C-HÁ Á ÁN hydrogen bonds link the molecules into dimers, with the aid of a crystallographic twofold axis. The packing is consolidated by further C-HÁ Á ÁN bonds and weak C-HÁ Á Á interactions.
Related literature
For related structures, see: Ather et al. (2009 Ather et al. ( , 2010a . For graph-set notation, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the N4/N5B/C12B-C14B ring. 
Comment
In continuation to pyrazolylpyridazine derivatives (Ather et al., 2009 (Ather et al., , 2010a (Ather et al., , 2010b (Ather et al., , 2010c , the title compound (I, Fig.   1 ) is being reported here.
The title compound is reaction product of 3-chloro-6-(1H-pyrazol-1-yl)pyridazine and 4-toluidine. There are three cyclic rings in the final product. In (I), the pyrazole ring except adjoining N-atom and H-atoms of the only methyl group are disordered over two set of sites with occupancy ratio of 0.571 (10) (Table 1) . The molecules are stabilized in the form of dimers. In dimers, one ring motif of R 2 2 (8) and two ring motifs of R 2 2 (7) types (Bernstein et al., 1995) are present (Fig. 2 ). C-H···π interaction (Table 1) also play role in stabilizing the molecules.
Experimental
3-Chloro-6-(1H-pyrazol-1-yl)pyridazine (1.68 g, 9.33 mmol) and 4-toluidine (1 g, 9.34 mmol) were refluxed in dimethylformamide (DMF) for 2 h. The reaction mixture was concentrated under vacuum and poured in cold water. The precipitates obtained were filtered, washed with distilled water and dried to give 74.0% yield. The product obtained was purified by column chromatography and recrystallized in ethanol to afford light brown needles of title compound (I).
Refinement
The bond distances, bond angles and thermal elipsoids present in the pyrazol ring showed that there is disorder. Similarly difference Fourier map showed that H-atoms of methyl are also disordered. For the disordered heavy atoms the bond distances and bond angles are best fitted according to the known structures (Ather et al., 2009 (Ather et al., , 2010a . The disordered atoms were refined using equal anisotropic thermal parameters.
The H-atoms were positioned geometrically (N-H = 0.86, C-H = 0.93-0.96 Å) and refined as riding with U iso (H) = xU eq (C, N), where x = 1.5 for methyl and x = 1.2 for all other H-atoms. Fig. 1 . View of (I) showing the major orientation of the pyrazole ring with displacement ellipsoids drawn at the 50% probability level. H-atoms are shown as small spheres of arbitrary radii. Fig. 2 . View of (I) showing the minor orientation of the pyrazole ring with displacement ellipsoids drawn at the 50% probability level. H-atoms are shown as small spheres of arbitrary radii. 
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N-(4-Methylphenyl)-6-(pyrazol-1-yl)pyridazin-3-amine
Crystal data 
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the N4/N5B/C12B-C14B ring. Symmetry codes: (i) −x, y, −z+3/2; (ii) x, −y+1, z+1/2; (iii) −x, −y+1, −z+1.
supplementary materials sup-7 
